Objectives: Genetic disposition plays a role in up to 20% of all abdominal aortic aneurysm (AAA), with a prevalence of 13% to 19% for first-rate relatives. Meta-analyses of different genome association studies have identified various genes with high evidence for AAA. The purpose of this study is to identify six single nucleotide polymorphisms (SNPs) correlating with AAA to identify them as predictor of AAA with simple blood screening. Those functional SNPs are low density lipoprotein receptorrelated protein 1 (LRP1, rs1466535 C/T), DAB2-interacting protein (DAB2IP, rs7025486 G/A; cell growth and survival), CDKN2BAS or ANRIL (rs10757278 A/G; cell proliferation and apoptosis), sortilin1 (SORT1, rs599839 A/G; LDL cholesterol circulation), interleukin-6 receptor (IL6R, rs2228145 A/C), and lipoprotein-A (LPA, rs3798220 T/C).
Methods: In this case-control, single-center study, patients with AAA diagnosis or without AAA (controls) were recruited from consulting hours. Ethical approval was obtained before patients were recruited. According to the sample size estimation, 150 AAA and 60 control patients were planned. Inclusion criteria were adult AAA and consent to the study, exclusion criteria were known connective tissue disorders or HIV/hepatitis C infection or missing consent. DNA was isolated from 8.5 ml of whole blood in PAXgene Blood DNA tubes (PreAnalytiX) with the PAXgene Blood DNA Kit. After PCR, the PCR products were detected in 1.8% agarose gel and the relevant PCR products were purified with PeqGOLD Microspin Cycle-Pure Kit (VWR International). Sequencing was performed using the Sanger method (GATC Biotech AG) and the evaluation was Objectives: Macrophage (M) plasticity, allowing for transition of Ms from an inflammatory to a reparative phenotype, is critical for normal wound healing. In pathologic conditions, such as type 2 diabetes (T2D), wounds fail to heal owing to impaired resolution of inflammation. The mechanism(s) responsible for the persistent inflammatory M phenotype in T2D wounds are unclear. There is increasing evidence that epigenetic-based mechanisms control M function. These mechanisms include DNA hypomethylation that leads to overexpression of genes. The cyclo-oxygenase (COX)-2/prostaglandin E2 (PGE2) axis as well as upstream pathways including cytosolic phospholipase (c(PL) A2), involved in the release arachidonic acid, have been associated with chronic inflammation, however these pathways have not been examined in diabetic wounds. The purpose of this study was to investigate if epigenetic modifications alter gene expression of the COX-2/PGE2 and c(PL)A2 pathway leading to derangements in M inflammation in diabetes.
Methods: Using our murine model of wound healing, wound Ms were isolated from control and diet-induced obese (DIO) mice (n ¼ 40/group). Expression of miR-29B, c(PL)A2, COX2, and PGE2 were determined by qPCR. TGF protein was examined by ELISA. Standard phenotyping and killing assays were used to determine M function in DIO and control BMDM. Statistical significance was determined between two groups using Student t tests, and differences between more than two groups were evaluated by analysis of variance followed by Newman-Keuls post hoc test.
Results: We demonstrate that c(PL)A2 seems to be significantly upregulated in diabetic Ms and human diabetic monocytes. In addition, TGF is significantly elevated in DIO wound Ms in comparison to control wound Ms. Further, the increase in TGF stimulates miR-29B production, resulting in hypomethylation of the COX-2 gene and overexpression. Increased COX-2 in diabetic Ms significantly increased PGE2 levels in DIO wound Ms resulting inflammatory gene expression and impaired killing/phagocytosis.
Conclusions: In summary, these results demonstrate that the COX-2/ PGE2 pathway is increased in diabetic wound Ms by elevated TGF/miR29b that hypomethylate COX-2 and results in elevated PGE2 that drives M-mediated inflammation and impaired phagocytosis preventing wound repair.
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Methods: Pigs were randomly assigned to one of two groups: left renal artery-only clamping (A group, n ¼ 8) or left renal artery and vein clamping (AV group, n ¼ 9). Bilateral renal parenchymal biopsy specimens were taken every 10 minutes for 90 minutes. Duplex ultrasound resistive index (RI) and pulsatility index (PI) were measured. Mixed models with normal distribution and first-order autoregressive correlation structure and generalized estimating equation models were used. Results are presented as adjusted means with standard errors, estimated proportions with standard errors, and line plots with 95% confidence intervals.
Results: RI and PI increased in the nonischemic kidney (Figs 1 and 2 ). In A group animals, RI values increased significantly (P < .01) after 30 minutes of ischemia and PI increased significantly (P < .04) from 30 to 60 minutes of ischemia. The number of histologic abnormalities was higher in A group than in AV group biopsy specimens. The percentage of lesions increased significantly after 10 minutes in A group nonischemic kidneys (P < .02) and between 50 and 80 minutes in AV group nonischemic kidneys (P < .01). Our finding that the nonischemic kidney experienced acute effects stemming from contralateral ischemia may help surgeons prevent acute kidney injury during vascular and urologic procedures. Moreover, simultaneous artery and vein clamping seemed to affect the occurrence of renal crosstalk, which was reflected in worsening perfusion, elevated resistive index and pulsatility index values, and a tendency for thrombi to form in control kidneys. In addition, renal clamping protocol affected the occurrence of histologic lesions.
Conclusions: The nonischemic kidney experienced acute effects stemming from contralateral ischemia, and the hilar clamping protocol seemed to affect the occurrence of renal crosstalk, which was reflected in worsening perfusion, elevated RI and PI values, and a tendency for thrombi to form in nonischemic kidneys. The analysis of acute histologic findings and Doppler ultrasound parameters indicated that RI and PI measurements may have predictive value in AKI. We believe that intraoperative Doppler ultrasound imaging can help to guide surgeons in determining tolerable ischemia times and the probability of AKI onset. Nevertheless, further clinical and experimental research is required to fully understand ischemia-reperfusion injury and renal crosstalk. 
